Oligonucleotide frequencies in DNA follow a Yule distribution.
We show that ranked oligonucleotide frequencies in both protein-coding and non-coding regions from several genomes fit poorly to the Zipf distribution, but that the same frequency data give excellent fit to the Yule distribution. The parameters of the Yule distribution for oligonucleotide frequencies in exons are the same (within error limits) as the parameters for introns. This precludes application of Yule or Zipf distribution of ranked oligonucleotide frequencies to annotating new genomic sequences.